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Figure 14-10 Two-
dimensional view of three
basic phage structures. The
nucleic acid is shown in blue.
See Figure 1-2 (Chapter 1) for

an electron micrograph of a
Filamentous tailed phage.
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An infectious T4 phage contains a o
double-stranded DNA molecule
packaged in the head of an intricate
virion composed of many

different structural proteins.
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Figure 14-13 Hydroxy-
methylcytosine. If the CH.OH
(blue) in HMC were replaced
by hydrogen, the molecule
would be cytosine.
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Continued filling,
elongation of head,

) and cleavage of DNA
. E when head is full

Empty shell
containing a
spool protein

DNA wraps
around spool
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ABC. .. .XYZABC DNA moleciile

Replication and
recombination
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1 phage unit

DNA cut at vertical arrows and packaged
sequentially into phage heads. The
length between the arrows is determined
by the “‘headful’” rule—i.e., the amount
of DNA cut must fill a phage head.

Progeny phage

Figure 14-15 A circularly
permuted collection of
terminally redundant DNA
molecules.

Figure 14-16 Proposed
model for filling a T4 head.
Cleavage and rearrangement
of head proteins is known to
occur at several stages of the
process.

Figure 14-17 Origin of
circularly permuted T4 DNA
molecules. Alternate units are
shown in different colors for
clarity only.
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